12.01

IgE Muwesas pacTutensHas naHenb: anenbcuH f33; apaxuc f13; rpeunxa f11; rpeukuin opex f256; dyHayk f17;
kapTocens f35; mopkosb f31; oBec f7; nomuaop 25; nwennya f4; puc f9; poxb 5; cenbaepeit f85; cos f14; sbnoko 49

12.02

IgE MuweBsas xuBoTHas naHenb: 6apanuHa f88; rosaanHa f27; nHaenkun msaco f284; kpeetku f24; kypuubl msaco 28;
nococb f41; Mmonoko kopoBbe 2; monoko ko3be f300; aiuo benok f1; anuo xentok f75; ceuHKMHA f26; cbip TMNa Yeaaep
f81; Tpecka f3; TyHey f40; xek f307

12.04

IgE PecnupatopHas naHenb: Alternaria alternata m6; Aspergillus fumigatus m3; Cladosporum herbarum m2; Penicillum
notatum m1; Dermatophagoides pteronyssinus d1; Dermatophagoides farinae d2; 6epesa t3; ay6 t7; newwuHa t4; onbxa
cepas t2; kowka anutenuit e1; NogopoXHUK W9; nonbiHb 06bIKHOBEHHAs W6; NbinbLia 3NakoBbIX TpaB CMeChb gx1;
cobaka nepxoTb €5

12.05

IgE Jetckas naHenb: Alternaria alternata m6; Dermatophagoide pteronyssinus d1; Dermatophagoides farinae d2;
Oepesa t3; roesaanHa f27; kapTodens f35; koLuka snutenuin e1; MONoko kopoBbe f2; MopkoBb f31; nwexnua f4; nbinbua
3nakoBbIx TpaB cMecb gm1; cobaka nepxotb €5; cost f14; Tpecka f3; anuo 6enok f1

Anneprounn ALEX (300 anneprokomnoHeHToB + IgE 06Lwiuit)

FOX (Food Xplorer) IgG nuwiesas HenepeHOCUMOCTb

IgE Atonuyeckas naHens PROTIA (Kopesi) (44 anneprexa)(obuwuin IgE; anuHbiin 6enoK; SU4HbIN XenToK; MOMOKO;
anbga-nakroansbymuH; 6eTa-nakTornobynuH; KaseuH; apaxuc; 3eneHblil ropoLLek; CoeBble 606bI; Opex rpeLKui;
CBUHWHA; rOBAANHA; KypUHOE MSICO; Tpecka; Ckymbpus; kpab; kpeBeTka; MOPCKON MOMTIOCK. KyKOMKa Lenkonpsaaa;
niUeHMLa; Nekapckne ApOXKK; pUC; kapTodenb; nepcuk; S6noko; aomaluHsa nbinb; D. pteronyssinus; D.farinae;
TapakaH; aNuTeNuit 1 NepxoTb KoLLkW; nepxoTb cobakw; Candida albicans; Tricophyton rubrum; Aspergillus fumigatus;
Penicillium notatum; Alternaria alternata; Staphylococcal enterotoxin B; cmecb 6epé3sa-onbxa; ay6; cMecb 3nakoBbIx
TpaB; ambpo3ns NOMbIHHONMCTHASA BbICOKas; NOSbIHb OBbIKHOBEHHAS (YEPHOBbINBHMK); XMENb)

IgE PecnupatopHas naHens PROTIA (Kopesi) (64 anneprera)(obwwi IgE; nomawunHss nbinb; O. pteronyssinus; D.
farinae; anuTenuiA M NepxoTb KOLLKK; NEPX0Tb COBaKM; AMYHbIN BEenok; MOMOKo; TapakaH; apaxuc; coesble 000bI;
nieHuua; onbxa; 6epésa; ayd; ambpo3ns NONbIHHONUCTHAS BbICOKAS, XMENb; NOMblHb 0ObIKHOBEHHAS (YEPHOBBINBHYK);
Alternaria alternata; Cladosporium herbarum; Aspergillus fumigatus; kpa6; kpeseTka; Ckymbpus; poxb
kynbTuemposaHHas; CCD; nepcuk; s6510ko; KyHxyT; Acarus siro; Tyrophagus putrescentiae; Konocok ayLImMCTbIi; exa
cbopHast; TPOCTHIK 0ObIKHOBEHHBIN; NOMNEBULIA; CBUHOPOW NanbyaThlit; TuModeeska; Penicillium notatum; Candida
albicans; newumHa 06bIKHOBEHHas!; MacnHa eBPOMNENCKas; NnaTaH; uea 6enas; Tononb; AiceHb Oenblit; cocHa benas;
SNOHCKMI KeAP; akaums; HUBSHWK (MONOBHUK); 04YBaHYMK; NOLOPOXHUK; 30MbHUK (MOTALLHMK, KaMOYKa); 30110TapHMK;
amapaHT (LMpuLa 3anpoKuHYTas); NaTeke; NYENUHbIN SA; OCUHBIN A4; Mblb; KPbICA; KPOMMK; MOPCKast CBUHKA;
SNUTENNIA OBL|bI; XOMSIK; NOLLaAb)

IgE Muwesas naHenb PROTIA (Kopesi) (72 annepreHa) (o6wmi IgE; gomaluHss nbinb; O.pteronyssinus; O.farinae;
ANUTENMUI M NEPXOTb KOLLKW; NepxoTb cobaku; SnyHbI BENOK; MONOKO; TapakaH; apaxuc; coesble 606bI; NeHnYHas
MyKa; onbxa; bepesa 6enas; ayo; ambpoauns NonbIHHOMMCTHASA BbICOKAS; XMeNb; NOIblHb 0OLIKHOBEHHAS
(4epHOGBINBHKK); Alternaria alternata; Cladosporlum herbarum; Aspergillus fumigatus; kpab; kpeeeTka; ckymbpusi; poxb
KynbTuBMpoBaHHas, CCD; nepcuk; a610K0; KyHXYT; TPECKa; TYHEL,; T0CoCh; kambana; aH4oyc (xamca); MUHTa;
nobcTep (omap); TUXOOKEAHCKWIA KarnbMap; Yropb; MULUM; YCTPULBI; MOPCKON MOIMIOCK; rpebeLLok; Kykonka
LUenKonpsiga; CBUHWHA; roBAANHA; KypuHOe Msico; 6apaHuHa; cbip Yeaaep; Myka sMeHHast; puc; Myka rpeyHeBas;
neKkapcKme APOXOKM; KyKypy3a; MOPKOBb; kKapTodhenb; YECHOK; NyK; Cenbaepeit; OrypeL; ToMaThl; anenbCuH; KnybHuKa;
KMBW; MaHro; 6aHaH; KaluTaH; rpeLikuin opex; PyHAYK; MUHAAMb; KeLPOBbI OpeX; MOACONHEYHNK; kakao)




IgE MynbTtunanens 96M PROTIA (Kopes)(107 annepreros) (obwui IgE; gomawwHss nbink; D. pteronyssinus; D.
farinae; anuTennin 1 NepxoTb KOLLKKM; NepxoTb cobakm; AndHbIN Benok; MOMOoKO; TapakaH; apaxuc; coeBble 6006bI;
nieHuua; onbxa; 6epésa; ayd; ambpo3ms BbiCOKas; XMerb; NoMbiHb 06bIkKHOBEHHAs (YepHOObINbHUK); Alternaria
alternate; Cladosporium herbarum; Aspergillus fumigatus; kpa6; kpeBeTka; ckymb6pusi; poxb KynbTuBupoBaHHas; CCD;
nepcuk; S6noko; KyHxyT; Acarus siro; Tyrophagus putrescentiae; Konocok AyLIMCTbIN; exa cOopHas; TPOCTHIK
00bIKHOBEHHbIN; NONEBMLA; CBUHOPOI NanbyaTtbin; TuModeeska; Penicillium notatum; Candida albicans; newuHa
00bIKHOBEHHAs; MacnHa eBponenckas; nnatax; 1ea benas; Tononb; siceHb 6enblit; cocHa 6enas; ANOHCKIA Keap;
aKaums; HUBSHWK (MONOBHMK); 0O4YBaHYMK; NOLOPOXHUK; 30MbHUK (MOTALLHMK, KaMOYKa); 301I0TapHUK; aMapaHT (Wypuua
3anpoKMHyTas); NaTeKC; NYENUHbINA S4; OCUHbIN SA; MblLLb; KPbICA; KPOMWK; MOPCKas CBUHKA; SMUTENNIA OBLIbI; XOMSIK;
nowapb; Tpecka; TyHeL; Nocock; kambana; aH4oyc (xamca); canaa; noberep (omap); TMXOOKeaHCKMIA KaribMap; yropb;
MWUAWK; YCTPULbI; MOPCKON MOMITIOCK; rpebeLLoK; KyKomnKa Lenkonpsaa; CBUHUHA; roBAANHA; KypUHOe MsCo; bapaHuHa;
cbip Yenaep; Myka SUMEHHas; puC; MyKa rpeyHeBast; nekapckue APOXOKM; KyKypy3a; MOPKOBb; KapToenb; YECHOK; NyK;
cenbepen; orypeL; TomaTbl; anenbCuH; KnyOHUKa; KuBK; MaHro; 6aHaH; KalwTaH; rpeLkuii opex; yHAyK; MUHAanb;
KeapoBbI OpEX; NOACOMHEYHMK; Kakao)

17.71

|gE CKpWHUMHT-MHransumoHHas cmech. dam (d1-d2-e1-e2-e3-g2-g8-m3-m6-t4-19-t11-w1-w6-w9-w21) Dermatophagoides
pteronyssinus, Dermatophagoides farinae, anutenuit KOLKK, anuTennin cobakm, NepXoTb NoLagn, CBUHOPON
nanbyaTtbli, Matnvk nyroson, Aspergillus fumigatus, Alternaria alternata (tenuis), opelwHuk/newwmHa , MacnvHa
eBponeickas, nnataH KNeHONUCTHbIN, aMmbpo3uns 06bIKHOBEHHaS, NOMbIHb 0ObIKHOBEHHAS, NOJOPOXHNK, NOCTEHULA

12.03

|gE PecnupatopHas ckpuHuHrosas naHenb: gm1 Cmech nyroBbix Tpas (g3-g4-95-g6-g8) exa cbopHasi, oBCsHMLA
nyrosas, Nnesen, TMModeeBka nyrosas, MATIIMK nyroeoi; wm2 CMeck COpHbIX Tpas (w1-w6-w7-w8-w9) ambposns
00bIKHOBEHHAS!, NOMbIHb 0ObIKHOBEHHAS!, HUBSIHMK, OyBaHYMK, NOAOPOXHMK, wm3 CMech COpHbIX Tpas (w6-w9-w10-
w12-w20) nonbiHb 06bIKHOBEHHAS, NOAOPOXHUK, Mapb Benas, 30M10TapHuK, kpanuea asygomHas; tm100 Cmeck
annepreHoB gepesbeB (11-12-13-14-t7-111-112-t14) kneH aceHennCTHbIN, onbxa cepas, 6epesa bopogasyatas, newmHa,
Ay0, nnaTaH KNeHONUCTHLIN, MBA, TONOMb TPEXTPaHHbIN; em2 dnuTenuansHas cmech (e1-e5-e6-e87-e88) anutenuii
KOLLKW, NepX0Tb cODaKM, SNUTENNIA MOPCKOM CBUHKW, 3MUTENNIA M BENKM KpbiChl, anuTenuin n 6enku mbiwm; em1 Cmecob
nepbeBbIX annepreHos (e70-e85-e86-e89)rycuHele nepbsl, KypuHble NePbS, YTUHbIE Nepbsi, Nepbst MHAtOKa; hm1 Cmech
annepreHoB gomatureit noiu (h1-d1-d2-i6) gomaluHss nbink, Dermatophagoides pteronyssinus, Dermatophagoides
farinae, TapakaH-npycak; mm1Cmecb nnecHeBbix annepreHos (m1-m2-m3-m4-m6) Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Mucor racemosus, Alternaria alternata (tenuis)

17.48

IgE CkpuHuHr-nuwesas cmecb Ne1 fm201(f2-3-f4-f13-f14-f17-f24-125-f31-f33-f44-f245) monoko, Tpecka, neHuua,
apaxuc, coesble 600bl, NecHoit opex/yHayK, KPEBETKW, TOMaTbI, MOPKOBb, anefibCuH, KIybHWKa/3emnsaHuka, Lo
KypuHoe (LenbHoe)




IgE Muwesas ckpuHuHrosas naHens: fm101 Cmeck nuwesas (f1-f2-f4-5-f8-f75-f76-f77-f78-f79-f81) auuHbin 6enok,

MOIOKO KOpOBbE, MLUIEHMLA, POXb, KyKypy3a, SUUHbBIN XENTOK, anbda-naktansbymuH, 6eta-naktornobynuH, kasewx,
rnoTeH, cbip Yepaep; fm3 Cmech annepreHoB 3nakosbix (f4-f6-f7-f8-f9) nweHuua, sumeHs, oBec, kKykypysa, puc; fm2
Cmech annepreHos mopenpogyktos (f3-f23-f24-f37) pbiba (Tpecka), kpabosoe Mmsco, kpeeeTkn, Mugum; fm23 Cmech

1749  [nmwesas (msco) (f26-f27-f83-f284) cuHuHa, roBsignHa, KypuHoe MsICo, MsCco uHaekn; fm7Cmech annepreHoB OBOLLEN
(f12-f15-f25-f31-f35) ropox, dacons 6enas, TomaTbl, MOPKOBb, kapTodens; fm61Cmeck annepreHos opexos (f13-f17-
f20-f36-f256) apaxuc, pyHayK, MUHAanb, Kokoc, rpeukuin opex; fm4Cmeck annepreHoB poibel (f3-f41-f205-f206-f254)
Tpecka, nococb/cemra, cenbab, ckymbpus, kambana; fm18Cmeck umtpycoseix (f33-f208-f209-f302) anenbcuH, MTMMOH,
rpenndpyT, MaHOapuH.

1750 IgE Cmecb annepreHoB getckoro nutanus. fm1 (f1-f2-f3-f4-f14-f25-f75)anunbin 6enok, Monoko KopoBbe, Tpecka,

' niieHuua, coesble 600bl, TOMaThI, AUYHBINA XENTOK
1751 IgE Cmecb nuwesas. Fm101 (f1-f2-f4-f5-f8-f75-f76-f77-f78-f79-f81) auuHbiin 6enok, MONoKo KOpoBbe, MLLIEHNULA, POXb,
' KyKypy3a, SU4HbIN XenToK, anbda-nakransbymuH, 6eTa-naktornobynuH, kaseuH, rmioTeH, Cbip Yeanep

17.52  |IgE Cmecb annepreHoB 3nakoBbix. fm3 (f4-f6-f7-f8-f9) nwenuua, sumeHb, oBec, Kykypysa, puc

17.53  |IgE Cmecb annepreHoB mopenpoaykTos. fm2 (f3-f23-f24-f37) peiba (Tpecka), kpaboBoe MSICO, KPEBETKW, MUAUN

17.54  [IgE Cmecb nuweBas (msco). Fm23 (f26-f27-f83-f284) cBuHuHa, roBsgmuHa, KypuHoe MsCco, MSICO MHAEMKM.

17.55  |IgE Cmecb annepreHos osoyen. fm7 (f12-f15-f25-f31-f35) ropox, chacons 6enas, TomaTthl, MOPKOBb, kapToderb

17.56  [IgE Cmecb annepreHos opexos. fm61 (f13-f17-f20-f36-f256) apaxuc, pyHAyK, MUHAANb, KOKOC, PELKMin opex

17.57  [IgE Cmecb annepreHos pbibbl. fm4 (f3-f41-f205-f206-f254) Tpecka, nocock/cemra, cenbab, ckymbpus, kambana

17.58  |IgE Cmecb uutpycosbix. fm18 (f33-f208-f209-f302) anenbcuH, NUMOH, rpeindpyT, MaHgapuH
IgE SnuTennanbHble 1 nepbeBble annepreHbl XMBOTHbIX (cMeck) em100 (e1-e2-e3-e4-e5-e70-e81-e85-e86-e100):

17.29  |anuTenni KoLLKm, anuTenuit cobakm, NnepxoTb NOLIaAM, NePXoTb KOPOBbI, NEPXOTb COBaKM, rYCUHbIE NEPLS, ANUTENNNA
OBLbl, KYPUHbIE NEPbS, YTUHBIE NEPBS, NEPXOTh KOLLKM.

17.30 |gE YKueoTHble (cmeck) EM70: E6/anuTenuit mopckon cauHku, E82/anutennin kponuka, E84/ xomsik; E87/kpbica;

' E88/Mbiwb (anbTepHaTBHOE HaseaHue - Animal Panel 70 (e6, €82, e84, €87, e88))
1731 IgE Cmecb nepbeBbix annepreHos EM1. (€70-e85-e86-e89)rycuHble nepbs, KypuHbIE Nepbsi, YyTUHbIE NEPLS, NEPbS
' VHOIOKA;
173 IgE OnutenuanbHas cmeck. em?2 (e1-e5-6-€87-e88) anutennin KOwKK, NepxoTb cobaKm, ANUTENNIA MOPCKON CBUHKN,
' 3NUTENNUA 1 6enKM KPbICHI, NUTENNIA 1 BEenkn MbiLK
1733 IgE Cmeck nyrosbix Tpas: gm1 Cmecs nyrosbix Tpas (93-g4-g5-g6-g8) exa cbopHas, oBcsHuLa nyrosas, nnesen,
' TUMOCheEBKa Nyrosas, MATIIMK JTyroOBOW
17.34 IgE Cmecb copHbix Tpas 1. WM2. (w1-w6-w7-w8-w9) ambpo3ust 06bIkHOBEHHAS, NOMbIHb 0ObIKHOBEHHAS, HUBSHUK,
' OLyBaHYMK, NOAOPOXHMK;
1735 IgE Cmecb annepreHoB gepeBbeB (paHHee LBeTeHue). TM2: (12-13-t4-t15) onbxa
' cepas, bepesa bopogasyartas, newnHa/opeLlHIK, aMepyUKaHCKuiA SCeHb
1736 IgE Cmecb nyrosbIx Tpas (paHHee LpeTeHune). gm2 (g2-g5-g6-g8-g10-g17) cBuHOpOi Nanbyathlit, Nesen, TMMogeeska
' nyrosas, MATAWK JTyroBOn, COpro, rpeyka 3ameTHas
1737 IgE Cmecb copHbIx TpaB 2. wm3 (w6-w9-w10-w12-w20) nonbiHb 00bIKHOBEHHAS!, NOGOPOXHMK, Mapb benas,

30MOTapHUK, Kpanuea AByLOMHas




IgE Cmecb annepreHoB gepeBbeB (nosgHee LpeTeHne). tm3 (11-t7-112-t14) kneH saceHenucTHeIN, Ay6, MBa, ToNoMb

17.38 .
TPEXrpaHHbI
17.39 IgE Cmecb annepreHos gepesbe tm100 (t1-12-t3-t4-t7-111-112-114). kneH siceHenNUCTHEIN, OnbXa cepasl, bepesa
' Bopogasuatas, newmHa, ayb, nnataH KNeHONMCTHbIN, MBa, TONOMb TPEXTPaHHbIN
17.40 IgE CesoHHas cmecb. wrm1 (g6-w6-w9-w21-t3). TumodbeeBka nyrosasi, NombiHb 0ObIKHOBEHHAS!, NOGOPOXHMK,
' nocTeHHuua, bepesa bopoaasyaTtas
1741 IgE Cmecb annepreHomns gomatuHei noin. HM1 (h1-d1-d2-i6) / gomawHss neinb, Dermatophagoides pteronyssinus,
' Dermatophagoides farinae, TapakaH-npyccak.
1743 IgE Cmecb nnecHesbix annepreHos. MM1 (m1-m2-m3-m4-m6) Penicillium notatum, Cladosporium herbarum,
' Aspergillus fumigatus, Mucor racemosus, Altemaria alternata (tenuis)
17 44 IgE Cmecb ObiToBbIX annepreHos. dm1 (d1-d2-e1-e2) Dermatophagoides pteronyssimus, Dermatophagoides farinae,
' JMNUTENWIA KOLLIKW, aNUTENUA cobakm
IgE Cmech kneLuesbix annepreqos. dm2 (d1-d2-d3-d70-d71-d72-d73-d74) Dermatophagoides pteronyssinus,
17.45 [Dermatophagoides farinae, Dermatophagoides microceras, Acarus siro, Lepidoglyfus destructor, Tyrophagus putreus,
Glycophagus domesticus, Euroglyphus maynei
IgE MnecHesble rpubsl (cMecb) MM2: M1 / Penicillium notatum, M2 / Cladosporium herbarum, M3 / Aspergillus
17.42  |fumigatus, M5 / Candida aibicans, M6 / Alternaria alternate(tenuis), M8 / Helmintosporium haloides (anbTepHaTtnBHOe
HassaHwe - Mold Panel 2 (m1; m2; m3; m5; m6, m8)
17.46  |®agmnaton (ImmunoCAP)
1747  |Pagmaton getckuin (ImmunoCAP)
1246  |Anneproumn ImmunoCAP ISAC (112 anneprokoMnoHeHTOB)
12,37 Cwmecb annepreHos nneceHn mx1 (ImmunoCAP), IgE: Penicillium chrysogenum, Cladosporium herbarum, Aspergillus
' fumigatus, Alternaria alternata
12,38 Cwmecb annepreHoB 3nakosbIx TpaB gx1 (ImmunoCAP), IgE: exa cbopHas, oBcsHWULa Nnyrosas, nnesern, TuModeeska
' nyrosas, MATAIK 1yroBOA
12,39 Cwmecb annepreHoB XmBOTHbIX ex2 (ImmunoCAP), IgE: nepxoTb KoLLKM, NepxoTb cobaku, SNUTENMIA MOPCKOM CBUHKM,
' Kpblca, MblLLb
12.40 Cmecb annepreHoB copHbIx TpaB Wx5 (ImmunoCAP), IgE: ambpoans Bbicokasi, MONbIHb, HUBSHUK, OQYBaHUMK,
' 30/10TapHUK
12.42  [Cwmech nuwesbix annepreHos fx73 (ImmunoCAP), IgE: ceuHuHa, roBsignHa, Kypuua
1243 Cmech annepreHoB copHbix TpaB wx3 (ImmunoCAP), IgE: nonbiHb, NOSOPOXHMK NAHLETOBUAHbIA, Mapb, 30/10TaPHWK,
' Kpanuea 4ByaoMHas
1244 Cmeco annepreHos Tpas wx209 (ImmunoCAP), IgE: ambpoaus Beicokasi, ambposus ronomeTtensyatas, ambposus
' TpexHagpesHas
12.45 |Cwmecb nuwesbix annepreHoB fx26 (ImmunoCAP), IgE: auyHbIn 6enok, KopoBbE MOMOKO, apaxwc, ropumua
12.71  |Cwmecb annepreHos gepesbeB tx9 (ImmunoCAP), IgE: onbxa cepasi, 6epesa 6opogasyatas, newmHa, ayo, vea
12,36 Cmecb 6bIToBbIX annepreHos hx2 (ImmunoCAP), IgE: gomaluHss nbinb, kneww gomaluHen nbinn D. pteronyssinus, ket
' pomaluHeit nbinm D. farinae, TapakaH pbixui
1241  |Cwmecb nuwesbix annepreHos fx5 (ImmunoCAP), IgE: auyHbin 6enok, Monoko, Tpecka, niueHna, apaxuc, cos
12.50  [AnneprokomnoHeHT t215 - 6epesa rBet v1 PR-10, IgE (ImmunoCAP)
12.74  |AnneprokomnoHeHT t221 - 6epesa rBet v 2, rBet v 4 (pekomBuHaHTHBIi), IGE (ImmunoCAP)
12.72  |AnneprokomnoHeHT g213 - TuMocheeBka nyrosas (recombinant) rPhl p1, rPhl p5b, IgE (ImmunoCAP)
12.73  |AnneprokomMnoHeHT g214 - Tumodeeska nyrosas (recombinant) rPhl p7, rPhl p12, IgE (ImmunoCAP)




12.55  |AnneprokomnoHeHT f419 - nepcuk rPru p1 PR-10, IgE (ImmunoCAP)

12.56  [AnneprokomnoHeHT 420 - nepcuk rPru p3 LTP, IgE (ImmunoCAP)

12.57  |AnneprokomnoHeHT f421 - nepcuk rPru p4 Mpodunu, IgE (ImmunoCAP)

12.75  |AnneprokomnoHeHT w230 - ambposus (recombinant) nAmb a 1, IgE (ImmunoCAP)

12.76  |AnneprokoMnoHeHT f76 - anbta-nakranbbymut nBos d 4, IgE (ImmunoCAP)

12.77  |AnneprokomnoHeHT €204 - Bblunit CHIBOPOTOUHBIN anbbymuH nBos d6, IgE (ImmunoCAP)

12.78  |AnneprokoMnoHeHT f77 - Beta-naktornobynuu nBos d 5, IgE (ImmunoCAP)

17.79  |AnneprokomnoHeHT f416 - omera-5 rnmaguH nwenuup rTria 19, IgE (ImmunoCAP)

17.13  |AnnepreH f78 - kazenH, IgE (ImmunoCAP)

12.52  |AnneprokomnoHeHT 233 - oBomykomg siua nGal d1, IgE (ImmunoCAP)

12.53  |AnneprokomnoHeHT k208 - nu3ouum stua nGal d4, IgE (ImmunoCAP)

12.54  [AnneprokomnoHeHT f323 - koHanbbymuH siiua nGal d3, IgE (ImmunoCAP)

12.51  |AnneprokomnoHeHT 232 - oBanbbymuH situa nGal d2, IgE (ImmunoCAP)

17.15  [AnneprokomnoHeHT €94 - kowwka rFel d1, IgE (ImmunoCAP)

17.16  |AnneprokomnoHeHT €101 - cobaka rCan f 1, IgE (ImmunoCAP)

12.06  [AnnepreH h1 - gomaHss nbink (Greer), IgE (ImmunoCAP)

12.07  |Anneprex h2 - pomawwHss nbinb (Hollister), IgE (ImmunoCAP)

12.08 [AnnepreH f7 - oBec, oBcsiHas Myka, IgE (ImmunoCAP)

12.09  |Annepre f11 - rpeunxa, rpeyHeBas Myka, IgE (ImmunoCAP)

12.10  [AnnepreH f79 - rmioTeH (knenkosuHa), IgE (ImmunoCAP)

1211 |AnnepreH 5 - poxb, pxaHas myka, IgE (ImmunoCAP)

12.12  [AnnepreH f9 - puc, IgE (ImmunoCAP)

1213 |AnnepreH 3 - Tpecka, IgE (ImmunoCAP)

12.14  [AnnepreH f41 - nococs, IgE (ImmunoCAP)

12.15  |AnnepreH f204 - opens, IgE (ImmunoCAP)

12.16  [AnnepreH f93 - kakao, IgE (ImmunoCAP)

1217  |AnnepreH f33 - anenscuH, IgE (ImmunoCAP)

12.18  [AnnepreH f35 - kapTodens, IgE (ImmunoCAP)

12.19  |AnnepreH f31 - MmopkoBb, IgE (ImmunoCAP)

12.20  [AnnepreH 125 - Tomatsl, IgE (ImmunoCAP)

12.21  |AnnepreH f49 - a6noko, IgE (ImmunoCAP)

12.22  |AnnepreH f92 - 6aHaH, IgE (ImmunoCAP)

12.23  |AnnepreH f259 - BuHorpag, IgE (ImmunoCAP)

12.24  |AnnepreH f44 - kny6Huka, IgE (ImmunoCAP)

12.25 |AnnepreH f208 - numoH, IgE (ImmunoCAP)

12.26  |AnnepreH 291 - ueTHas kanycTa, IgE (ImmunoCAP)

12.27  |AnnepreH f225 - TbikBa, IgE (ImmunoCAP)

12.28  |AnnepreH f26 - cBuHWHa, IgE (ImmunoCAP)

12.29  |AnnepreH f284 - maco uxgenku, IgE (ImmunoCAP)

12.30  [AnnepreH t14 - Tononb, IgE (ImmunoCAP)

12.31  |AnnepreH t3 - 6epesa 6opogasyatas, IgE (ImmunoCAP)

12.32  [AnnepreH w8 - ogyBaHuuK, IgE (ImmunoCAP)

12.33  |AnnepreH w6 - nonbiHb, IgE (ImmunoCAP)

12.34  |AnnepreH t2 - onbxa cepas, IgE (ImmunoCAP)

12.35 |AnnepreH g6 - TuMocbeeska nyrosas, IgE (ImmunoCAP)




12.47 |AnnepreH f4 - nwenuya, nweHnyHas myka, IgE (ImmunoCAP)

12.48  [AnnepreH f14 — cos, IgE (ImmunoCAP)

1249 |Anneprex d1 - knewy gomaluHei nbinu Dermatophagoides pteronyssinus, IgE (ImmunoCAP)

12.58  [AnnepreH f45 - nekapckue gpoxoku, IgE (ImmunoCAP)

12.59  |AnnepreH t15 - aceHb amepukaHckuit, IgE (ImmunoCAP)

12.60  [Annepren €70 — nepo rycs, IgE (ImmunoCAP)

12.61 |Anneprex €86 - nepo yTku, IgE (ImmunoCAP)

12.62  [AnnepreH €213 - nepo nonyras, IgE (ImmunoCAP)

12.63  |AnnepreH f84 - kusu, IgE (ImmunoCAP)

12.64  |AnnepreH 24 — kpeseTku, IgE (ImmunoCAP)

12.65 |Annepre f221 - 3epHa kode, IgE (ImmunoCAP)

12.66  [AnnepreH 247 - meg, IgE (ImmunoCAP)

12.67 |AnnepreH m6 - Alternaria alternata, IgE (ImmunoCAP)

12.68  [Annepren m3 - Aspergillus fumigatus, IgE (ImmunoCAP)

12.69 |Annepres m2 - Cladosporium herbarum, IgE (ImmunoCAP)

12.70  [Annepren m227 - Malassezia spp., IgE (ImmunoCAP)

12.79  |AnnepreH t4 - newwHa obbikHoBeHHas, IgE (ImmunoCAP)

12.80  [AnnepreH t7 - gy6, IgE (ImmunoCAP)

12.81  |AnnepreH t12 - ua, IgE (ImmunoCAP)

12.82  |AnnepreH i6 - TapakaH-npycak, IgE (ImmunoCAP)

12.83  |AnnepreH g8 - matnuk nyrosoi, IgE (ImmunoCAP)

12.84  |AnnepreH g5 - nnesen, IgE (ImmunoCAP)

12.85  |Annepren g4 - oBcsHuLa nyrosas, IgE (ImmunoCAP)

12.86 [AnnepreH g3 - exa cbopHas, IgE (ImmunoCAP)

12.87  |Anneprex g16 - nucoxsoct nyroson, IgE (ImmunoCAP)

12.89  [AnnepreH g2 - ceuHopoit nanbyatbin, IgE (ImmunoCAP)

12.90 |Anneprex g11 - kocTep nonesoi, IgE (ImmunoCAP)

12.91  [AnnepreH g9 - nonesuua, IgE (ImmunoCAP)

12.92  |Anneprex g1 - konocok gywnctbin, IgE (ImmunoCAP)

12.94  [AnnepreH €6 - anuTenuin Mopckon cBuHkM, IgE (ImmunoCAP)

12.95 |Annepren w1 - am6posus Bbicokas, IgE (ImmunoCAP)

12.96  [AnnepreH w7 - HUBSHUK (nonoBHuK), IgE (ImmunoCAP)

12.97  |AnnepreH w12 — 3onotapHuk IgE (ImmunoCAP)

12.98 [AnnepreH f13 - apaxuc, IgE (ImmunoCAP)

12.99  |Annepren w206 - pomaluka, IgE (ImmunoCAP)

17.01  [AnnepreH t209 - rpab obbikHOBEHHBIW, IGE (ImmunoCAP)

17.02  |AnnepreH t208 - nuna, IgE (ImmunoCAP)

17.03  [AnnepreH 300 - ko3be Monoko, IgE (ImmunoCAP)

17.05 |AnnepreH f2 - monoko koposbe, IgE (ImmunoCAP)

17.06  [AnnepreH e1 - anuTennin 1 NnepxoTb KoLy, IgE (ImmunoCAP)

17.07  |AnnepreH €5 - nepxotb cobaku, IgE (ImmunoCAP)

17.08  [AnnepreH f245 - anuo, IgE (ImmunoCAP)

17.09  |AnnepreH f83 - maco kypuupl, IgE (ImmunoCAP)

17.10  [AnnepreH f1 - auynbin Genok, IgE (ImmunoCAP)

1711 |AnnepreH f75 - auuHbIn xenTok, IgE (ImmunoCAP)




1712 |AnnepreH f27 - rosaguHa, IgE (ImmunoCAP)

17.14  |AnnepreH d2 - knewy gomawHe nbinu Dermatophagoides farinae, IgE (ImmunoCAP)

17.17  |AnnepreH c74 - xenatuH koposui, IgE (ImmunoCAP)

17.20  [Annepred m1 - Penicillium notatum (P.chrysogenum), IgE (ImmunoCAP)

17.21  |Anneprex m5 - Candida albicans, IgE (ImmunoCAP)

17.22  |AnnepreH €3 - nepxoTb nowagy, IgE (ImmunoCAP)

17.23  |AnnepreH f213 - maco kponuka, IgE (ImmunoCAP)

17.24  |AnnepreH f260 - 6pokkonu, IgE (ImmunoCAP)

17.25 |AnnepreH f88 - 6apanuHa, IgE (ImmunoCAP)

17.26  [AnnepreH m226 - cTacmnokokkoBbIi 3HTepoTOKCHH TSST, IgE (ImmunoCAP)

17.27  |Anneprex m80 - cTamoKOKKOBbIN 3HTEPOTOKCKH A, IgE (ImmunoCAP)

17.28  |Annepren m81 - cTacmnokokkoBbI 3HTEPOTOKCHH B, IgE (ImmunoCAP)

29,49 |TpunTtasa

75.07  |lemoxpomartos (HFE: H63D, S65C, C282Y) (3)

75.08  [CuHopom Xunbbepa (UGT1A1: *28 6TA>TTA) (1)

75.11  |bonesHb XaHTuHrToHa (HTT: 35CAG, 32CAG, 38CAG, CAGX) (4)

72.43 | XpoHuyeckuin muenoneiikos. NLP-aHann3 oTHocuTensHom akcnpeccumn reHa BCR/ABL — konnyecteHHas RQ MUP

7513 [Mykosucumgos (CFTR) (28 myTauui)

71.07  |MpoTpom6uH (koarynsumoHHbin chaktop ) (F Il ¢.*96 G>A)

91.01  |PakTop koarynsauwm Il (tpombuH) F2: Thr165Met (T165M)

71.12  |®ubpuHoreH GeTa (FGB c. —455 G>A)

71.08  [®akrop Menpena F V (F V Arg506GIn G>A)

71.09  |KoarynsaumonHbin chaktop VII (F VII Arg353GIn G>A)

7111 |Koarynaumonnbii daktop XIII (F XIIl Val35Leu G>T)

71.14 | TpomboumTapHbii raukonpotenH 1B (GP1BA Thr145Met C>T)

71.15  |WHterpuH Anbcpa-2 (ITGA2 (GPIA) 807 C>T)

71.16  |YcTonumBoCTb K acnupuHy. TpombouuTapHblii peuentop dubpuHoreHa (ITGB3 (GPllla) Leu59Pro T>C)

7117  |MetunenTeTparugpodonatpeaykrasa (MTHFR Ala222Val C>T)

71.18  |Metunentetparugpochonatpeaykrasa (MTHFR Glu429Ala A > C)

71.19  |MetunoHuH-cuHTasa (MTR Asp919Gly A>G)

71.20  |MeTuoHuH-cnHTa3a pegyktasa (MTRR lle22Met A>G)

71.21  |WHrubutop aktusatopa nnasmuHoreHa (PAI-I (SERPINE1) -675 5G>4G)

71.23  |MuenonponudepatueHble 3aboneBaHns KpoBu - AHyC kuHasa 2 (JAK 2)

71.57 |AHyc knHa3a 2 (JAK2 myTauumm 12 ak3oHa)

71.24  |CeppeyHo-cocyamcThle 3abonesanus (6asosbiin, cokp.) (F II, F V, MTHFR, MTHFR®) (4)

71.25  [TvnepromoumcTenHemmus (MyTauum obmeHa donuesoi kucnotsl) (MTHFR, MTHFR*, MTR, MTRR) (4)

71.29  |Puck passutus Tpomb030B (6asosbin, cokp.) (F II, F V, MTHFR, PAI-I (SERPINE1) (4)

71.32  |Puck pa3sutus Tpom6030B npyu npueme npenapaTtos ropMoHanbHoit koHTpauenuum (F 11, F V) (2)

7131 'eHeTn4eckuin puck passutis Tpombodunmm, Tpomboambonuu (FII, FV, FVII, FGB, ITGB3 (GPllla), ITGA2 (GPIA), PAI-
| (SERPINE), MTHFR (2), FXIII) (10)

71.02  [Mwemnyeckas bonesHb cepaua. MHdapkt mrokapaa (ACE, AGT (2), FXII, FXIIl, GP1BA (2), ITGA2, NOS3 (9)

7133 ApTepuanbHas runepteHaus (6asoBbii, cokpalleHHbin) (ACE Alu Ins/Del I>D, AGT T174M C>T, AGT M235T T>C,

NOS3 E298D G>T).




91.02 |HenepeHocumocTb nakto3bl (MCM6)

72.42  |Peuentop poamua D2 (DRD2). BoisiBnenue mytauum C2137T (Glu713Lys)

7217  |MporHo3 TeyeHus renatuta C n MOHUTOPUHT adhdhekTuBHOCTY Tepanim (IL 28B) (rs8099917; rs12979860)

83.05 [WHTepnenkuH 6 (IL6) G(-572)C

%0 Tpombopuck npu 6epemenHoctu: (F I, F V, FGB, MTHFR, PAI-I (SERPINE1), ITGA2(GPIA), ITGB3 (GPIlla) (7),

onpeAerneHe romouucTenHa

73.01 HesblHalwmBaHue 6epemeHHocTn 1 natonorus nnoga (ACE, AGT(2), FIl, FV, FVII, FGB beta, ITGB3, MTHFR, MTR,
MTRR, PAI-| (SERPINE1) (12)

95 'eHeTuKa HeBblHaLMBaHus 6epemenHocTy: (F I, F V, FGB beta, MTHFR, MTR, MTRR, PAI-I (SERPINE1),

ITGA2(GPIA), TGB3 (GPllla) (9), onpegenexue romouucTenHa

73.04  [Puck pa3BuTis paka MonoyHom xenesbl; audHukos (BRCA1(4), BRCA2(4) (8)

73.07  |Puck pa3BuTus paka MonoyHon xenessl; audHnkos (BRCA1(4), BRCA2(4),CHEK2(2) (10)

91.03  |Puck passutns oHkosabonesanuin (BRCA1,2+ MTHFR, MTR, MTRR (12)

7154 Ananua nonnmopdmuamos B reHax ACE 1 AGTcBsA3aHHbIX C PUCKOM apTepuanbHON rMnepTeH3um, rMnepTeH3NBHbIX
OCMOXHEHWN BepeMEHHOCTI 1 Npeaknamncum

74.05  |Mukpogeneumm Y-xpomocombl (Asoocnepmus (AZF))

15.04 Emoxwmmqecmlﬁ CKPUHWHT 1-r0 TpuMecTpa BepemeHHocTH 4ns nporpammbl Actpais (First-Trimester Biochemical
Markers (Astraia) (PACLUAPUHHbBIN)

97.04  |BUOXUMUYECKNIA CKPUHMHT 1-r0 TpUMECTpa BepeMeHHOCTM Ans nporpamMmbl ACTpaiis

19.31  [Mapkepbl npeaknamncuu: PIGF, sFlt-1, cootHowweHme sFlt-1/PIGF

78.10  |HemHBa3uBHOe onpeneneHune Pesyc — caktopa nnoga

78.18  |HeuHBasneHoe onpeaeneHue nona nnoga. CKpUHUHIOBLIN TECT

78.11  |HeuHBasuBHbIA NpeHaTanbHbIA CKpUHUHT JHK Ha 31 cunapom

74.07  |HemnBasueHbI npeHaTanbHbin JHK Tect Veracity 6asosast naHens (3 cuHgpoma)

78.15  |HeuHBasmsHbIn npeHaTanbHbin JHK Tect Veracity craHgapTHas naHens (8 cuHapomoB)

74.08  |HeuHBasueHbI npeHaTanbHbin JHK Tect Veracity paclumpeHHas naHenb Ans 4BOMHM (7 CMHOPOMOB)

74.09  |HeuHBasumsHbI npeHaTanbHbin JHK Tect Veracity pacumpeHHas naHenb (12 cuHgpomos)

7410 |HeuHBa3nBHOE NpeHaTanbHoOE reHeTuyeckoe Tectuposare VERAgene

71.55  |Manens XMMM3 (JAK2, CALR, MPL)

94.20 BakTepuanbHbIi Bla'rVIHO3 : mukpockonus + MNLP (Lactobacillus spp.; Gardnerella vaginalis; Mobiluncus curtisii;
Mycoplasma hominis; Prevotella spp; Ureaplasma spp.) + AnarHocTyeckoe 3akmnioyeHue
BakrepnanbHbIn BarnHo3 nnoc : Mukpockonus + MNLP (Lactobacillus spp.; Atopobium vaginae; Gardnerella vaginalis;

94.21  [Mobiluncus curtisii; Mycoplasma hominis; Prevotella spp.; Ureaplasma spp.; Candida albicans) + guarHoctudeckoe
3aKnioyeHne

62.33  |Onpenenexne 1 Mapkepa (MMMYHOTUCTOXUMUS)

62.42 |OnpepeneHue 2 MapkepoB (MIMMYHOrMCTOXUMUS)

62.43 |Onpepenenne 3 MapkepoB (MIMMYHOTMCTOXMMIS)

62.44  |OnpepeneHue 4 MapkepoB (MIMMYHOTUCTOXMMWS)

62.45 |Onpepenenne 5 MapkepoB (MIMMYHOTMCTOXMMIS)

62.32 |OnpepeneHue 5 mapkepoB (MIMMYHOrUCTOXMMUS)

62.46 |Onpenenenne 7 MapkepoB (MIMMYHOTMCTOXMMIS)

62.47 |OnpepeneHue 8 MapkepoB (MIMMYHOrUCTOXUMUS)

62.48 |Onpepenenne 9 MapkepoB (MIMMYHOTMCTOXMMIS)

95.91  |OnpegeneHue 10 mapkepoB (MIMMYHOrMCTOXMMUS)

5201 FocnutanbHbIn komnneke (Syphilis RPR (aHTukapguonunuHosbii Tect); BUY 1-2 Al / AT (HIV Ag/ Ab Combo)

(VIXTIA); HbsAg (VIXTIA): Anti-HCV (MXTA)*




52.13

FocnuTanbHbI komnneke: ckpuHUHE. BAY 1-2 AT/ AT (ckpununr) (M®A); AT k Treponema pallidum (CKpyHUMHI)
(MDA); HbsAg (ckpununr) (UDPA); Anti-HCV (ckpuhunr) (MPA)*

19.50

00cnepoBaHue nocne HOBOM KOpoHaBUPYCHOM MHbekLun (COVID-19): OBLMIA KNMHUYECKMIA aHaNW3 KPOBM +
NenkouutapHas opmyna + COJ, D-fAumep, ANT (anaHuHamuHoTpaHcdepasa), ACT (acnapTatamuHoTpaHcdepasa),
BunupyouH obwwmi, KpeatuHnH, MovesuHa, CkopocTb knyboukoson dunbtpauum CKD-EPI, JlaktatgerngporeHasa
(NAr), ®epputuH, JiunnaHbin 06MeH (Tpurnuuepuabl; xonectepuH obwmi; XC NMBIM; XC NMHM; UHaeke
areporeHHocTy), C-peaktuBHblin 6enok, AHTuTena k SARS-CoV-2 IgG, Axtutena k SARS-CoV-2 IgM

52.41

Bnoxumuyeckoe uccnegoatme kposu - MUHUMYM (10): AT (anaHnHamuHoTpaHchepasa); ACT
(acnapTatamuHoTpaHcdepasa); [T (ramma-rnyTamunTtpaHcdepasa); Lenounas docdarasa (LUP); Bunmpybun
obwwmi; XonectepuH obwmin (XC); KpeatnhuH; MouesmuHa; Obwmin 6enok; MMiokosa

52.42

Buoxummnueckoe nccnegosanue kposu - CTAHOAPT (23): ANT (anaHnHamuHoTpaHcdepasa); ACT
(acnaptatamuHoTpaHcdepasa); [T (ramma-rnytamuntpancdepasa); Wenoynas docarasa (LD);
NakratgerngporeHasa (JIAN); KpeatunkuHasa (KK, KpeatuHdocdoknHasa); bunupybuH obuwwmin; Bunupybux npsmon;
KpeatuhnH; MoueBuHa, MoueBas kucnota; O6wmin 6enok; ntokosa; Kanui; Hatpuin; Xnop; Kanbuuii; Xeneso;
JvnnaHbiin 0bmeH (Tpurnuuepmabl; xonectepuH obwmit; XC NNBIT; XC NMHM; AHaeke ateporeHHoCTy).

52.43

locnuTanusaumua B cTauMoHapbl TepaneBTU4eckoro npocuns: OBLNI KIMHNYECKNN aHanKU3 KPOBY +
NeikoumuTapHas gopmyna + COJ;+ Obwwmit aHanna moumn +AJlT (anaHuHammuHoTpaHcdepasa); ACT
(acnaptatamuHoTpaHcdepasa); [T (ramma-rnytamuntpaHcdepasa); WenouHas doctatasa (LL®); Bunupybux
obwwmit; KpeatuHuH; MoyesuHa; Obwumin Benok; niokosa; XonectepuH obLyuint MocnutanbHbIii KOMINEKC - CKPUHUHT
(B4 1-2 AT/ AT (ckpuruHr) (MOA); AT k Treponema pallidum (ckpunuHr) (UPA); HbsAg (ckpununr) (UPA); Anti-HCV
(CkpuHUHI) (UDA)).

52.80

Mepepn onepauuen (rocnutanusauma B cTauuoHapbl Xupypruyeckoro npocuns): OBLimin KNMMHUYECKUIA aHANN3
kpoBu + JlenkoumntapHas dopmyna + COJ; pynna kposu + Pesyc-haktop (Rh) + O6wymin aHanma moum +
Koarynorpamma: AYTB; MNMpotpombuHosoe Bpemsi + MHO; TpomBuHosoe Bpemsi; dubpuHoreH; AHTUTpomouH II;
lMnasmuHoreH + AT (anaHnHamuHoTpaHcdepasa); ACT (acnaptatamuHoTtpaHcdepasa); [T (ramma-
rnyTamunTpaHcdepasa); LLenoyHas cocatasa (LLP); bunupybun obwmit; XonectepuH obwumin (XC); KpeaTuHu;
MouesuHa; Obwwmi 6enok; Miokosa + MocnuTtanbHbIn KOMANeKe - CKpuHUHT(BUY 1-2 AT AT (ckpuhuHr) (UDA); AT k
Treponema pallidum (ckpunuHr) (MPA); HbsAg (ckpuHuHr) (MOA); Anti-HCV (ckpuHuHr) (UDA)).

52.47

lepnetnyeckas uHdekuma: ckpuHuHr. NLP Herpes simplex virus |; Human herpes virus VI; Epstein Barr virus;
Cytomegalovirus. U®A Herpes simplex virus | IgG; Herpes simplex virus Il [gG; Human herpes virus VI IgG;
Cytomegalovirus IgG; Epstein Barr virus (AT IgG k kancugHomy AT).

52.04

TORCH-uHekumm: pacwmnpeHHbin. Herpes simplex virus | IgG; Herpes simplex virus | IgM; Herpes simplex virus |l
lgG; Herpes simplex virus Il IgM; Cytomegalovirus IgG; Cytomegalovirus IgM; Rubella virus 1gG; Rubella virus IgM;
Toxoplasma gondii IgG; Toxoplasma gondii IgM.

52.51

TORCH-unHdbekumm: 6a3oBbin. Herpes simplex virus | IgG; Herpes simplex virus Il 1gG; Cytomegalovirus IgG; Rubella
virus IgG; Toxoplasma gondii IgG.

52.05

Puck pa3Butua guadeta. [Noko3a; [MUKO3NIMPOBaHHbIA remornobuH; MHeynuu; C-nentug.

52.06

MomxenynoyHas xenesa: GMOXMMUYECKUIA CKPUMHUHT. Anbdha-amunasa; AMunasa naHkpeatuyeckast; Jiunasa;
XonectepuH obLuii.

52.07

3nopoBas neveHb: broxummiecknin CkpuHuHr. AJ1T (anaHuHamuHoTpaHcdepasa); ACT
(acnapTatamuHoTpaHcdepasa); [T (ramma-rnyTamunTtpaHcdepasa); Lenounas dhocarasa (LP);bunnpyoun
o6wwmin; BunupybuH npsimoi.




52.70

®ubpomakc (hnbpo3s, cTeatos)

52.71

®ubporecT (dhunbpos)

52.72

NASH-®ubpotect (cTeatos, hubpoa/Lmppos neyeHn)

52.09

Bocnanenue: ckpuHuHr. C-peakTuBHblin 6enok; PeBmatomaHbin haktop; Movesas kucnota; AC-O
(AHTUCTpenToNuanH-O)

52.11

[narHocTuka aHemuii: XKeneso; JlateHTHas xene3ocessbiBatoLas cnocobHocTs (JXKCC); TpaHcdeppuH; OepputuH;
B-12 (LinaHokobanamuH); donuesas kucnota.

52.12

Mapkepbl cBepTbiBatoweit cuctembl: AYTB; MpotpombuHosoe Bpems + MHO; TpombuHoBoe Bpemst; PubpuHoreH;
AHTUTPOMOMH 1.

52.10

MoyeyHble Mapkepbl - CKPUHUHT. KpeaTuHuH; MouveBuHa; OOLLmMIn aHann3 Mouu.

52.50

3nopoBbe noyek: GMOXMMMYECKU CKPMHUHT. MoueBnHa, KpeaTuHuH, ®ocdop HeopraHudeckuit, AnboymuH,
I'ntoko3a, Kanbuuin, Kanuin, Hatpui, Xnop.

52.49

3nopoBbe NoYek: AMarHocTuka MmoyekameHHon 6onesHu. KpeatnHuH, MoveBas kucnota, Kanbuui, Kanui, Hatpui,
Xnop, MarHui, docgop

52.52

3nopoBoe cepaue. OB6LLmiA KNMHYECKUIA aHanu3 Kposm + JleiikoumuTapHas gopmyna + COJ; MNpoTenHorpamma:
obwwmit Genok; 6enkosble dpakumv; ANT (anaHuHammuHoTpaHcdepasa); ACT (acnapTaTammuHoTpaHcdepasa);
KpeatuHknHasa - MB (KK-MB, KpeatuHdocthoknHasa - MyokapamnansHas dpakuus); fakrataernaporenasa (JA0);
MwornobuH; C-peakTuBHbIn 6enok (ynbTpadyBCcTBUTENbHBIN); Kanuit; Hatpui; Xnop.

52.53

ExerogHoe npodunaktuyeckoe odecnepaoBanue. AllT (anaHuHammHoTpaHcdepasa); ACT
(acnapTatamuHoTpaHcdepasa); bunupybux obwmin; MouesuHa; Kpeatunun; Mniokosa; Keneso; flateHTHas
xenesocessbiBatowas cnocobHocTb (JIMKCC); XonectepuH; MocnuTanbHbIn KOMAMEKC:CKpuHuHE. BAY 1-2 A/ AT
(ckpuHuHr) (MDA); AT k Treponema pallidum (ckpununr) (MOA); HbsAg (ckpuhuHr) (MPA); Anti-HCV (ckpuHmHr); O6Lwymi
KIMHUYECKWA aHanu3 kposw + JleiikountapHas dopmyna + COQJ; 06wy aHanua moum; Mapkepb! LMTOBUAHOM
xenesbl: (T4 (TupokcuH) cBo60aHbIR; T3 (TpunoaTUpoHnH) ceobogHbii; TTI (TupeoTponHbIi ropMoH) ; AT k
TupeougHoi nepokenaase (AT k TMO); AHanns kana Ha NpocTenLIMe W ANLa relbMUHTOB (MUKPOCKONMS).

52.54

ExerogHoe npodhunaktuyeckoe obcnepoBaHue ans pedeHka. OBLimi KMMHUYECKUI aHaNN3 KPOBW +
NenkountapHas opmyna + COI; Obwumir aHanus moumn; ANTT (anaHuHammuHoTpaHcdepasa); ACT
(acnapTatamuHoTpaHcdepasa); bunupybux obwmin; miokosa; XKeneso; MoyesnHa; KpeatuHuH; IgE (iMmyHornobynuH
E); AHanus kana Ha npocTeiwue 1 anua renbMuHToB (Mukpockonust); Cockob Ha aHTepobunos.

52.57

WUay B wkony / perckumn cap. OO KTMHUYECKNA aHanmu3 kpoem + JleikouutapHas dopmyna + COJ; Obwwuit aHanms
moum; miokosa; Cockob Ha SHTepobnos; AHanms kana Ha NPOCTENLLME M ArLA TENbMUHTOB (MUKPOCKOMNMS).

52.58

XusoTHble goma: annepronorM4yeckuin CKpuHuHr. IgE Kowka - anutenuit (e1); IgE Nowagb - nepxots (€3); IgE
Mopckas cBuHKa - anutenui (e6); IgE Cobaka - nepxoTb (€5); IgE Xomsik - anutenuir (€84); IgE Monyrain BONHACTBIN -
nepbst (€78); IgE Monyrait - nepbs (€213).

52.59

KuBOTHbIE fOMa: pacMpPeHHbIN CKPUHUHT. OBLMA KNMHUYECKWIA aHann3 kpoBu + JlenkouuTapHas gopmyna +
CO3; IgE: Kowwuka - anutenuit (e1); IgE Mowapp - nepxotb (€3); IgE Mopckas ceuHka - anutenui (e6); IgE Cobaka -
nepxoTb (e5); IgE Xomsik - anutenui (e84); IgE Monyrait BonHUCTLIN - nepbs (€78); IgE Monyraii - nepbs (€213);
Toxoplasma gondii IgG (aBnaHOCTb); AHanM3 kana Ha NPoCTenLUME W arLa reflbMUHTOB (MUKPOCKOMUS).
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[unarHoctuka octeonopo3sa, 6a3oBbIn CKpUHUHT. OcTeokanbumH; LenoyHas doctdatasa (LL®); Poctop; Kanbuwi

52.60  |unoHn3nposaHHbIn; Butamun D (25 rugpokevkanbumdepon); B-Cross laps (C-koHLeBble TenonenTtuabl konnarexa | Tuna
- AMarHoCTMYeCKNin MapKep npoLiecca 0CTeonopo3a).
[uarHocTuka octeonopo3sa: paclumpeHHbIin cKpuHuH. OcteokanbuuH; KanbumtonuH; WenoyHas docdarasa (LLO);
52 61 ®ocdop; Kanbumin noHnsnposaHHeiin; Butamun D (25 rugpokenkanbumudepon); deokeunupuanHonud (AMA); B-Cross
' laps (C-koHLeBble TenonenTuabl konnarexa | Tuna - AuarHoCTUYeCKUin Mapkep npolecca ocTeonoposa); [MapaTropmoH
(MTT); PANP (N-TepmuHanbHbIi nponenTug npokonnareHa 1 tmna).
52 62 AnTudoconunuaHbin cuHapom. AT k kapanonunuHy (IgA+IgM+IgG); BonyaHouHom aHTukoarynsHT; AT k 3-2
' mukonpotenHy | (IgG+igA+igM)
52.63 |ba3oBas MeTabonuyeckas naHenb. Mtoko3a, Kanbuuit, Kanui, Hatpuit, Xnop, MoyesuHa, KpeaTuHiH.
Puck pa3Butusi ayToumyHHbIX 3a6oneBanuid. AT k sgepHbiM aHTureHam (ANA) (kad.), AT k 2-cnupansHoit JHK
52.64 .
(kay.), AT k ogHouenoveyHon IHK, AT k umknuyeckomy LepynnuHcogepxaliemy nentugy (ALLI).
MoaroToBka K XMpPYpruyeckum onepauusm 1 ycTaHoBKe MMNNaHToB (cTomaTonorus): MpotpombuHoBoe Bpems +
MHO; AYTB; ®ubpurorex + ANT (anaHnHamuHoTpaHcdepasa); ACT (acnapTatamuHoTpaHcdepasa); LLenoyHas
52.35 |choccpaTasa (LUP); BunupybuH obmin; Imiokosa; KanbLmin MOHW3MPOBaHHbINA + [OCNUTaNbHbIA KOMMAEKC (CKPUHMHT):
BWY 1-2 A/ AT (ckpuHunr) (M®OA); AT k Treponema pallidum (ckpununr) (MOA); HbsAg (ckputuHr) (UPA); Anti-HCV
(ckpuHuHT) (UDA).) + OB KNMHUYECKMIA aHanK3 Kposw + JleikoumTtapHas gopmyna + CO3.
52.37  |lFactpockpuH (FactpuH-17 BasaneHbl, MencuHoren-1, MencuHoren-2, Helicobacter pylori IgG-konnyecTBeHHO)
5238 FacTpockpuH co ctumynsaumeint (Factpus-17 6asaneHbin, MacTpub-17 co ctumynsauven, MencuHoren-1, MencuHorew-
' 2, Helicobacter pylori IgG-konun4yecTBeHHO)
94.01 |«3NN-Bucuepo-TECT» (paHHsAs anarHocTuka, NomnHas NnaHenb)
94.02 |«3NN-BakuuHa-TECT» (0bLiee COCTOSIHME UMMYHHOM CUCTEMbI)
94.03 «3MMN-Amna-TECT» (cocTosiHMe nOMKenyaouHON xenesbl, caxapHblii auabeT; oblwas Tepanus M 3HLOKPUHOMOMUS;
' YTOYHSIIOLLMIA AMArHO3 1 OLeHKa 9P EKTUBHOCTY NEYEHNS)
94.04 «3JMN-TacTpo-TECT» (coCcTOSIHME OpraHOB CMCTEMbI NULLEBAPEHUST; raCTPOIHTEPOIOrMS, obLas Tepanus,
' renaTonorus, SHAOKPUHOMOIUS;, YTOUHSIOLLMIA AnarHo3 1 9 eKTUBHOCTb NeYeHUs)
94.05 |[«3NU-Kapauno-TECT» (cocTosHWE CepaeyHO-COCYANCTON CUCTEMBI)
94.06 |«3MN-H-TECT» (coCTOS\HME HEPBHOW CUCTEMBI)
94.07  |«3NN-N-Komnneke» (penpogyKTUBHOE 3A0POBbLE XEHLUMHBI)
94.08 «NMU-ADC-TECT» n «AHTU-XTY-TECT» (aHTuchoconunuaHblii  CMHAPOM, aHTU-XI'Y  CUHAOPOM, COCTOSIHME
' MMMYHHOW CUCTEMbI; aKyLIepCTBO 1 0BLLas Tepanus; yTOUHSIOWMA SUarHo3 1 OLEeHKa 3 EKTUBHOCTI NEYEHMs)
95.65 |C-ypeasHbli gbixaTenbHbIl TeCT. Boisenenue nHgekummn Helicobacter pylori
300poBbe MYX4NHbI. FOPMOHaNbHbLIN CKPUHMHT. TecToCTEPOH; CBOBOAHBIN TECTOCTEPOH; [M0oByNNH,
55.10  |cBsisbiBatoLLmin nonoBble ropMoHbl (ICIN); MponakTun; NI (ntoTenHesnpytowmii ropmoH); CI
(honnMKyNnOCTUMYNMPYHOLLMIA FOPMOH).
Byaywemy nane. OBwiuit KNuHUYECKUA aHanu3 kposm + JleikoumuTapHas gopmyna + COJ; Obwuin aHanus Mouu;
I'nioko3a; Mpynna kposu + Pesyc-cakTop (Rh); MocnutanbHbIn KoMnneke (CKpuHuHr): BAY 1-2 AT/ AT (CKpUHWHN)
52.56  [(M®A); AT k Treponema pallidum (ckpuHuHr) (UPA); HbsAg (ckpunuHr) (UPA); Anti-HCV (ckpuHuHr) (MDA);

Mukpockonus maska; UMMM PUCK: Chlamydia trachomatis; Neisseria gonorrhoeae; Trichomonas vaginalis;
Mycoplasma genitalium; CMV; HSV I; HSV .

11



52.03

300poBbe XeHIWMHbI. TOPMOHaNbLHbIA CKPUHUHT. J1T (NHoTenHE3npyoLMin ropmoH); OCI
(chonnmkynoctTumynupytoLmin ropmoH); MponakTtuk; cTpaguon; AurnapoTtectoctepoH; KopTtuson.

52.55

Byaywen mame (noarotoBka kK 6epemeHHOCTH). OBLLMIA KNMHUYECKUA aHanm3 KpoBw + JleiikounTapHas dopmyna +
COJ; Obwwin aHanua moum; pynna kposw + Pesyc-chaktop (Rh); Miokosa; Obwuin 6enok; XKeneso; lMocnutaneHbIi
komnnekc (ckpuHuHr): BAY 1-2 AT/ AT (ckpuHudr) (MOA); AT k Treponema pallidum (ckpununr) (MOA); HbsAg
(ckpuHuHr) (MDA); Anti-HCV (ckputunr) (MPA). TORCH-uHdekumn: 6a3osbiin. Herpes simplex virus | 1gG; Herpes
simplex virus Il IgG; Cytomegalovirus IgG; Rubella virus IgG; Toxoplasma gondii IgG; Mukpockonus maska; UMMM
CranpgapT: Chlamydia trachomatis; Mycoplasma hominis; Candida albicans; Ur.urealyticum; Ur.parvum; Neisseria
gonorrhoeae; Trichomonas vaginalis; Mycoplasma genitalium; Gardnerella vaginalis; Atopobium vaginae; CMV; HSV |;
HSV II; HPV 16; HPV 18; Lintonornyeckoe uccnegosaHue BM, 0To6paHHOro kKoMBGUHMPOBAHHbLIM MHCTPYMEHTOM (C+E).

10.20

Muko3oCkpuH (rpubkosble nHdekUmmn poga Candida, Malassezia, Saccharomyces u Debaryomyces)

10.22

Onpepenexve OHK gepmatocutos (Trichophyton, Epidermophyton, Microsporum)

13.08

OcTpeble kuwweyHble nHdekunm, ckpuHuHr (Shigella spp., E. coli (EIEC), Salmonella spp., Campylobacter spp.,
Adenovirus F, Rotavirus A, Norovirus 2 reHoTun, Astrovirus)

13.15

OcTpble kuweyHble uHdekumm: Rotavirus A, Norovirus II, Astrovirus

154

PecnupaTopHO-CMHLMTUANBHBIN BUPYC YeNioBeka, METanHEBMOBMPYC YesloBeka, KOPOHaBMPYC YenoBeka
(OC43, 229E, NL63, HKU1), puHOBMpYC YenoBeka, afeHOBMPYC YeNloBeka, BUpYC naparpunna yenoseka 1, 2,
314 tmnos

01.30

Bupyc rpunna A v B (PHK myxovirus influenza) otaensiemoe HoCornoTku

10.18

Bupyc rpunna A, supyc rpunna B, supyc H1N1, Bupyc H5N1, Bupycel naparpunna (1, 2, 3, 4 Tunos),
kopoHasupycbl (0C43, 229F, HKU1, NL63), 6okaBupyc, aneHoBMPYC, pUHOBUPYC, PECTIMPATOPHO-
CUHTULMANbHbIN BUPYC, METanHEBMOBUPYC

92.01

OPBW - komnnekc (Bupycel rpunna A 1 B, pecnnpaTopHO-CUHLMTUANbHbIN BUPYC, BUPYChI Naparpunna 1-4
TUMNOB, PUHOBWPYC, aeHOBUPYC, MeTanHeBMoBupyc, kopoHasupyc SARS-CoV-2, kopoHasupycel HKU1,
NL63, OC43, 229E, 60kaBumpyc)

112

300poBbe KEeHLWMHbI: AUarHoCTUKa yporeHUTanbHbIX UHekuun (22): Chlamydia trachomatis; Mycoplasma
hominis; Candida albicans; Ur.urealyticum; Ur.parvum; Neisseria gonorrhoeae; Trichomonas vaginalis; Mycoplasma
genitalium; Gardnerella vaginalis; Lactobacillus spp.; Atopobium vaginae; CMV; HSV I; HSV II; HPV 6; HPV11; HPV 16;
HPV 18; HHV VI; EBV; Streptococcus spp. Streptococcus agalactiae (group B)

113

®EMWHA (14): Chlamydia trachomatis; Mycoplasma hominis; Candida albicans; Ur.urealyticum; Ur.parvum; Neisseria
gonorrhoeae; Trichomonas vaginalis; Mycoplasma genitalium; Gardnerella vaginalis; Lactobacillus spp.; Atopobium
vaginae; Mobiluncus curtisii; Prevotella spp.; HPV BbicokooHkoreHHble (16, 18, 31,33, 35, 39, 45, 52, 58, 59, 67 - 6e3
reHOTUNUPOBAHMS)

114

300pOBbLE MYX4YMHbI: AUArHOCTUKA yporeHUTanbHbIX MHdekumn (13): Chlamydia trachomatis; Mycoplasma
hominis; Ureaplasma spp.; Neisseria gonorrhoeae; Trichomonas vaginalis; Mycoplasma genitalium; Mobiluncus curtisii;
Prevotella spp.; Candida albicans; Gardnerella vaginalis; Atopobium vaginae; E.coli; Enterobacter spp. / Klebsiella spp.

115

Unnn CKPUH (8): Chlamydia trachomatis; Mycoplasma hominis; Candida albicans; Ur.urealyticum; Ur.parvum;
Neisseria gonorrhoeae; Trichomonas Vaginalis; Mycoplasma genitalium

125

Byab yBepeH (UMM 7): Chlamydia trachomatis; Neisseria gonorrhoeae; Trichomonas vaginalis; Mycoplasma
genitalium; CMV; HSV I; HSV 1.
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116

UMMM Crangapr (15): Chlamydia trachomatis; Mycoplasma hominis; Candida albicans; Ur.urealyticum; Ur.parvum;
Neisseria gonorrhoeae; Trichomonas vaginalis; Mycoplasma genitalium; Gardnerella vaginalis; Atopobium vaginae;
CMV; HSV I; HSV II; HPV 16; HPV 18

17

WUMNM MErA (18): Chlamydia trachomatis; Mycoplasma hominis; Candida albicans; Ur.urealyticum; Ur.parvum;
Neisseria gonorrhoeae; Trichomonas vaginalis; Mycoplasma genitalium; Gardnerella vaginalis; Atopobium vaginae;
CMV; HSV I; HSV II; HPV 6; HPV 11; HPV 16; HPV 18 ( ¢ onpeaenenuem tuna), HPV BbicokooHKoreHHble (31,33, 35,
39, 45, 52, 58, 59, 67 - 6e3 reHoTunMpoBaHus)(11)

126

OuarHoctuka umctuta: Escherichia coli; Enterobacter spp. / Klebsiella spp.; Proteus spp.; Serratia spp.; Enterococcus
faecalis / faecium; Streptococcus spp.; Staphylococcus aureus; Pseudomonas aeruginosa

3HO01

®emodpnop-8: KoHtponb B3aTua matepuana, Obwwas bakrepuansHas macca, Lactobacillus spp., Gardnerella vaginalis,
Prevotella bivia, Porphyromonas spp., Candida spp., Mycoplasma hominis, Mycoplasma genitalium, Enterobacterium
spp., Streptococcus spp., Eubacterium spp.

30,21

®emocpnop CkpuHuHr-12: KoHtponb B3aTus matepuana, Obwwas 6akrepuansHas macca, Lactobacillus spp.,
Gardnerella vaginalis, Prevotella bivia, Porphyromonas spp., Candida spp., Mycoplasma hominis, Mycoplasma
genitalium, Ureaplasma spp., Trichomonas vaginalis, Neisseria gonorrhoeae, Chlamydia trachomatis, Herpes simplex
virus |, Herpes simplex virus Il, Cytomegalovirus.

30,22

®emodhnop-16: KoHTpone B3sTus matepuana, Obwas baktepuanbHas macca, Lactobacillus spp., Enterobacterium
spp., Streptococcus spp., Staphylococcus spp., Gardnerella vaginalis, Prevotella bivia, Porphyromonas spp.,
Eubacterium spp., Sneathia spp., Leptotrichia spp., Fusobacterium spp., Megasphaera,Veillonella spp., Dialister spp.,
Lachnobacterium spp., Clostridium spp., Mobiluncus spp., Corinebacterium spp., Peptostreptococcus spp., Atopobium
vaginae, Candida spp., Mycoplasma hominis., Mycoplasma genitalium, Ureaplasma spp.

30,23

Anppodnop: MeHomHas [HK yenoseka, Obwas 6akrepnanbHas macca, Lactobacillus spp., Gardnerella vaginalis,
Staphylococcus spp., Streptococcus spp., Megasphaera spp./ Veillonella spp./ Dialister spp.,Sneathia spp./ Leptotrichia
spp. / Fusobacterium spp., Ureaplasma urealyticum / parvum, Corynebacterium spp., Mycoplasma hominis / genitalium,
Bacteroides spp./ Porphyromonas spp./ Prevotella spp., Atopobium cluster, Anaerococcus spp., Peptostreptococcus
spp. / Parvimonas spp., Eubacterium spp., Haemophilus spp., Pseudomonas aeruginosa / Ralstonia spp./ Burkholderia
spp., Enterobacteriaceae spp./ Enterococcus spp., Candida spp., Trichomonas vaginalis, Neisseria gonorrhoeae
Chlamydia trachomatis

30,24

AnppockpuH: leHomHasa JHK yenoseka, Obas 6aktepuanbHas Macca, Lactobacillus spp., Gardnerella vaginalis,
Staphylococcus spp., Streptococcu spp. Ureaplasma urealyticum/parvum, Corynebacterium spp., Mycoplasma hominis
/ genitalium, Enterobacteriaceae spp./ Enterococcus spp., Candida spp., Trichomonas vaginalis, Neisseria
gonorrhoeae, Chlamydia trachomatis

153

BiisiBneHne PHK/OHK Bo36yauTeneii kneweBbIX MHGEKLMIA: KNELLEBOro SHUedanuTa, KneLesoro bopennnosa,
rPaHynoLMTapHOro aHannasmo3a, MOHOLMTApHOrO dpnxmno3a

03.15

BoisiBneHne PHK/OHK Bo36yauTeneii kneweBbIX MHGEKLMIA: KNELLEBOro SHUedanuTa, KneLesoro bopennnosa,
rPaHynoLMTapHOro aHannasmo3a, MOHOLMTapHOrO dpnxmno3a

20.08

AMMYHHBIR cTaTyc 6a30BbIi (KOMMIEKC HA OCHOBHbIE NAPAMETPbI KNETOYHOIO W ryMOPanbHOro UIMMYHUTETA) -
NenkounTbl (abc.kon-8o), JlenkountapHo-T-numdouuTapHbIn nHgeke, CD3+ (abe. n oTHocuT. kon-Bo), 0-MMAOLMTHI
(abc. n oTHocuT. kon-Bo), CD19+ (abe. u oTHOCUT. Kon-Bo), CD16/56+ (abc. n oTHocKT. kon-Bo), CD3/16/56+ (abe. u
OTHOCKT. KONn-B0), CD3/4+ (abc. n oTHOCUT. Kkon-Bo), CD3/8+ (abc. u oTHocuT. kon-Bo), CD4+/CD8+ (abc. n oTHOCMHT.
kon-80), mmyHoperynsTopHein uhgekc CD4/CD8, JlumdounTtsl oTHOCUT. Kon-Bo), IgG, IgM, IgA, C3 KOMMNOHEHT
komnnemeHTa, C4 KOMNOHEHT KOMNNeMeHTa
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AIMMyHHBIN CTaTyC pacLUMPEHHBI (KOMMMEKC Ha NapaMeTpbl KNETOYHOMO U ryMOPasnbHOr0 MMMYHUTETA W
tharoumMTapHyto akTUBHOCTb) - JleiikoumTbl (abc.kon-Bo), JlenkouutapHo-T-numdoyuTapHbiin nHageke, CD3+ (abc. n

OTHOCUT. Kon-BO), 0-numdouuThl (abc. n oTHocuT. kon-Bo), CD19+ (abc. u otHocuT. kon-Bo), CD16/56+ (abe. n oTHOCUT.

20.01 [kon-Bo), CD3/16/56+ (abc. n otHOCwT. kon-Bo), CD3/4+ (abc. n oTHocuT. kon-Bo), CD3/8+ (abc. n 0THOCUT. KON-BO),
CD4+/CD8+ (abc. n oTHoCHT. KOn-BO), IMMyHOperynsaTopHbin nHaekc CD4/CD8, NumdoumTbl 0THOCKT. KOn-Bo), IgG,
IgM, IgA, C3 kOMNOHEHT komnnemeHTa, C4 KOMNOHEHT KOMMNEMEHTA, (haroLuTapHas akTMBHOCTb HENTPOGUIOB,
LMpKynupyioLLme UMMyHHbIe komnnekcs! (LK)

75.09  |T'eHbl 0CHOBHOrO Komnnekca cuctemel ructocosmectumoctu (HLA) Il knacca: Tpu nokyca - DRB1, DQA1, DQB1

21.01  |leHbl OCHOBHOrO KOMNMeEKca cucteMsl ructocoBmectumoctu (HLA) Il knacca: nokyc DRB1

21.02  |[eHbl OCHOBHOrO KOMMeKca cucTembl ructocoemectumocty (HLA) Il knacca: nokyc DQA1

21.03  |leHbl OCHOBHOrO KOMMNMEKca cucteMsl ructocoBmectumoctu (HLA) Il knacca: nokyc DQB1

21.04  |OnarHocTuka yennakum (HLA) Il knacca: nokyc DQ2/DQ8

21.05 |[duarHocTuka ayToMMMYHHbIX 3aboneBaHuii (6onesHb bextepesa) HLA B27

21.07  |F'eHotunupoBaHne HLA-Cw6 npu ncopuase

21.08 |Tunuposanue HLA-B51 onsa auarHoctukm Bonesun bexyeta

78.02  |AHanu3 kapuoTuna 1 nauueHTa (¢ hoTO XpOMOCOM)

94.28 |AHanus kapuoTuna ¢ BbisiBneHnem abeppauuii (¢ hoTo XpOMOCOM)

19.19  [Onpegpenenue antureHos aputpountos C, ¢, E, e

414 Koarynorpamma: AYTB; MpotpombuHosoe Bpemsi + MHO; TpomBuHosoe Bpemsi; dubpuHoreH; AHTUTpomouH lI;

[nasmuHoreH

401 13 mukpoanemeHToB B kpoBw (Se; Zn; Co; Mn; Mg; Cu; Fe; Ca; Hg; As; Pb; Cd; Al)

29.51 |23 mukpoanemeHTa B kposm (Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb, Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn)

24.33  |Octpagmon, 3cTpoH, acTpuon, 16a-OHE1, 2-OH-E2, 2-OH-E1, 2-OMe-E1, 4-OMe-E1, 4-OH-E1, MNperHanavon

23.01  |AgpeHanuH (Moya)

23.02 [HopappeHanuH (Moya)

60.12  |MetaHedpuHbl 1 HopmeTaHedpuHbl (0BLme)

60.13  [MeTaHetpuHbl N HOpMeTaHEGPUHbI (CBOGOAHBIE)

60.05 |CepOTOHMH (Moua)

60.06 [fmctamuH (Mova)

23.03 |HodamuH (moua)

24.27 | XvMWUYeCKUn aHanmM3 MOYEBOrO KaMHS!

06.17 |UBC (cneumduyecknin aHTUreH paka MOYEBOro ny3bips) (Mova)

99.87  |AHanus moyu Ha b6enok beHc-[xoHca

22.03 |ANWL (ae30oKkecUnMpranHOMH) (Mova)

63.01 HapkoTiyeckue 1 NCMXOTPONHbIE BELLECTBA B MOYE: ONWATbl U UX CUHTETUYECKWE aHarorm (repovH, MOpgWH, MeTaLoH,
Tpamagon); amMeTammnH 1 ero NPOU3BOaHbIE

63.02 BpeaHble NpuBbIYKM (KOMMIIEKCHO B MOYE): arkorosb; HUKOTWH; NCUXOTPOMHbIE U HAPKOTUYECKUE BELLECTBA;
MCMX0AKTUBHbIE NIeKapcTBEHHbIe BelecTaa (MeTog [X-MC)

63.09 [CnpaBka 0 pesynbTaTax XMMWUKO-TOKCMKONOrNYECKUX UCCNeaoBaHMIA. YueTHas opma Ne 454/y-06

403 13 mukpoanemeHToB B Moue (Se; Zn; Co; Mn; Mg; Cu; Fe; Ca; Hg; As; Pb; Cd; Al)

405 |6 mukpoanemenToB B Moye (Hg; Cd; As; Li; Pb; Al)

14



26.02 |Onyxonesas M-2-lupyBaTknHa3a (kan)
402 13 mMukpoanemeHToB B Bonocax (Se; Zn; Co; Mn; Mg; Cu; Fe; Ca; Hg; As; Pb; Cd; Al)
406 13 mukpoanemeHToB B HorTsix (Se; Zn; Co; Mn; Mg; Cu; Fe; Ca; Hg; As; Pb; Cd; Al)
Mapkepb! WuToBMAHOM xenesbl: (T4 (TpokcuH) cBoboaHbIN; T3 (TPMIOATUPOHMH) cBO6OAHLIN; TTI (TMpeoTponHbIi

52.02 ropMmoH) ; AT k TupeougHon nepokeugase (AT k TMNO)

07.36  |MakponponakTiH (npu KoHUeHTpaumm nponaktuHa bonee 700 MEa/n)

07.19  |PeHuH + aHrMOTEH3VH |

07.20  |PeHuH npsimoii

95.95 |[MpoTenH-3, cBA3bLIBAIOLLMIA MHCYNMHONOAOBHBIN dhakTop pocTa (IGFBP-3)

9526 17-OH-IporectepoH, AnbaOCTEPOH, KOPTU301, 11-A€30KCUKOPTM30M, aHAPOCTEHAMOH, TECTOCTEPOH, NMPOrecTEPOH,
KOPTUKOCTEPOH, AernapoanuaHapOCTEPOH, AernapoanuaHapOCTEPOH Cynbgat
17-OH-IMporectepoH, AHApPOCTEHANOH, [ernapoanmaHapoCTEPOH,

07.58  |Koptuaon, KopTusoH, MporectepoH, TectocTepoH
Jctpaamon (CTepouaHbIn Npodub).

09.49  [®pykTO3aMUH

09.84 |Uucratnu C

09.96 |Anbda-2-makpornobynuH

20.50 |AN® (aHr1oTeH3uH NpeBpaLLaoLLmin (PepMEHT)

2040 |WHTepneikuH - 1b

2042  |WHTepnenkuH - 8

2043  |WHTepneikuH - 10

20.44  |WHTepnenkuH - 6

09.69 |ManoHoBbIn onanbaerua

09.76  |ButamuH A (PeTuHon)

09.77  |ButamuH B1 (Tuamun)

09.93  |ButamuH B6 (MnpugokeuH)

09.80 |ButamuH E (Tokodepon)

09.78  |Butamuu C (AckopbuHoBas k-Ta)

29.42  |Butamun B2

29.26  |ButamuHbl rpynnbl K: K1, K2 (MK4), K3

29.47 |ButamuHbl A, BGeTa-kapotuH, D, E, K1, C, B1, B2, B3, B5, B6, B9, B12

2948 [Butamunubl A, D, E, K1, C, B1, B5, B6
KomnnekcHoe onpeaeneHme koHueHTpauun Butamuna D v ero metabonutos: 1,25-OH D3, 25-0OH D3, 25-OH D2,

29.30
24,25-OH D3

29.11  |MuHpekc Omera-3

29.14  |[MonmHeHacbILEHHbIE XUPHbIE KUCroTbl cemeitcTBa Omera-3

29.24  |KomnneKCHbI aHanu3 KPOBM Ha HEHACBILEHHbIE XUPHbIE KUCMOTbI cemercTBa Omera - 6

29.25 |KomnneKCHbIi aHanms KpoBM Ha HEHACLILLEHHbIE XUPHbIE KncnoTbl cemeiricTea Omera - 3 u Omera - 6

29.13  |BunnpybuH 1 ero dpakuuy (06LLMIA, NPAMOK, HEMPAMON)

07.39  |CepOTOHMH

07.44  [KatexonamuHbl (agpeHanuH; HopagpeHaniH; AoamMmH; CEPOTOHMH)

07.40 [fuctamuH

07.54 |KopTuson (crnitoHa)

07.55  [MenaTtoHuH

07.69  [MenaTOHMH B CItOHE: CYTOYHbIN PUTM (YTPEHHSS, JHEBHAS, BEYEPHSIS, HOYHAS NOPLNK)
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94.33  |AHanu3 kpoBW Ha amuHokMcnoTbl (13 nokasatenen)

09.28  |NMunugHein 0bmeH (Tpurnnuepngsl; xonectepu obwuir; XC JINBIM; XC JIMHM; Angeke ateporeHHOCTH)

09.17  [MpotenHorpamma: obmin 6enok; benkosble pakLmmn

09.58  [B-Cross laps (C-koHLeBble TenonenTuabl konnareHa | Tuna - AMarHocTMYeCkuin Mapkep npoLecca 0CTeonopo3a)

0738 PAINP (N-TepMuHanbHbIi nponenTig npokonnareHa 1 Tvna - AuarHOCTUYECKUIn Mapkep npoLecca pereHepawmm
KOCTHO TKaHM)

04.36  |AHTMTENA K aHTUreHam NaMbnuin (CymmapHbie: IgA, 1gG, IgM)

04.35  [AT K renbMuUHTaM (ONMCTOPX03; 3XMHOKOKKO3; TOKCOKApO3; TPUXMHENNEs) 1gG

95 80 J'Ia6o;l)aT.opHaﬂ ,EI,VIarH(.)CTVIKa FleJ'IbMVIHTO3OB " I'Iapa3VI'I:03(l)B (Giardia Iamplia, CyMMapHble aHTutena, Ascaris
lumbricoides, IgG, Opisthorchis IgG, Toxocara IgG, Trichinella IgG, Echinococcus IgG)

08.01  |AT k TupeornobynuHy (AT k TI)

08.02  |AT k TupeougHon nepokeuaase (AT k TMO)

08.03  |AT k peuentopam TTI (TMpeOTPONHOro rOpMOHa)

08.04  [AT k mukpocomanbHoit pakyum TupoumTos (AT k MAT)

08.06 |TecT noOrnoLEHNst TUPEOUAHBIX FOPMOHOB

08.07  |AT k sagepHbIM aHTUreHam (ANA)

08.08 |AT k agepHbimM aHTMreHam (ANA)

08.09 |AT k 2-cnupanbHoit AHK

08.10  |AT k 2-cnupanbHoit IHK

08.28 |AT k ogHoueno4eyHon OHK

08.11  |AT k docchonunugam IgG; IgM

08.23  [AT K umknuyeckomy uuTpynnuHcogepxatyemy nentuay (ALLLMT)

08.17  |AT k mutoxoHapusim (AMA)

08.26  [AT Kk npoTPOMOUHY

08.19  |AT k rmunaguHy A (O-ka Lenuakum)

08.18  |AT k rnuaguHy G (a-ka uenuakuu)

08.05 |AT K MHCYnMHY

08.16  [AT Kk B-kneTkam NomKeNyA04HON Xenesbl

08.20 |AT k rnytamatgekapbokcunase (Anti-GAD)

08.15  [AT k rnagkow myckynarype

08.27  |AT Kk napueTarnbHbIM KNeTkam xenyaka

08.24  |AT k Mukpocomam neyvenu u noyek (Anti-LKM1)

08.31  |AT k muokapgy

08.13  |AT k kapauonunury (IgA+IgM+IgG)

08.21  |AT k -2 MukonpoTenHy | (IgG+lgA+igM)

08.25 |AHTMOBapuanbHble aHTUTENA

08.12  |AHTMCnepManbHble aHTUTENA

08.22 [AT k XI'Y1gG; IgM

08.56 |AT k docchatuamncepury IgG

08.57  [AT k pocchatuamncepuny IgM

08.66 |AHTMHYKneapHbIi dakTop Ha HEp-2-kneTkax

08.46  [AT k TkaHeBoW TpaHcrnyTamuHase IgA

08.47  |AT K TkaHeBo# TpaHcrnyTamuHase IgG

08.72 (AT k aHpomm3uio IgA

16



08.29

AT K yutonnasme HerTpocunos IgA

08.53 |AT k npoTeunHase-3 IgG

08.52 |AT k muenonepokcugase IgG

95.25 |AT k TuposuHgocdarase, IgG

08.58  |AT k cpoccpatuamnnpotpombuHy IgG/IgM (cymm.)

08.34  |AT K akcTparupyemomy SaepHOMY aHTUrEHY

08.60  [AT k cpocdhatmamnxonuny IgM

08.59 |AT k docbatmaunxonuny lgG

95.19  [AT K Hykneocomam

08.51  |AT k TpombouumTam

08.43  |AT k aHHekcuHy 19G

08.44  |AT K aHHekcuHy IgM

08.50  |AT k MOANMLMPOBAHHOMY LIMTPYNMHAPOBAHHOMY BUMEHTUHY (MCV)

08.48 |AT k uutonnasme HenTpodunos (AHLIA) knacca IgG, HPU® (c onpegeneHnem Tuna cBeyeHus)
MaHenb aHTUHyKNeapHbix aHTuTen (aHtn-Sm, RNP/Sm, SS-A, SS-B, Scl-70, PM-Scl, PCNA, dsDNA, CENT-B, Jo-1, k

08.65 TMCTOHaM, K Hykneocomam, Ribo P, AMA-M) (MmmyHo6noT)

08.68 ANCA Combi 7: npoTenHasa-3, Muenonepokcugasa, HenTpodunbHas anacTasa, katencuH G, 6enok BPI,
nakTogeppuH.

14.68  |AHTuTEna K peuenTopy docconunasbl A2 - gnarHocTika MembpaHosHon Hedpponatim, IgG (AT k PLAZR)
AHTUTENA K aHTUreHaMm ayTOMMMYHHBIX 3a60neBaHui neveHn (pactBopuMomy aHTureHy nevenm (SLA/LP), antutena k

98.49 |LMTOSOMBHOMY aHTHTEHY (LC-1),aHTuTENa K MUKpOCOMaM neveHu-noyek 1 tuna (LKM-1), aHTuTEna K MUTOXOHAPUAM
M2 (AMA-M2), nupysaT-gekapbokcunasHomy komnnekcy mutoxoHapuin (PDC-M23E), aHtutena k aHtureny Sp100,
aHTUTena k aHtureHam PML n gp210), IgG (uMmyHOBrOT)

06.29 |MHpekc 3popoBbs npocTathl; PSA obwmin, PSA ceobogHbiit, % cBobogHoro PSA, -2 proPSA, PHI

06.22 |OHkonpodunb ansa myxunH: CA obwmn + NCA ceobogHbin; A®I; Beta-XI'Y obwy.; JlaktataerngporeHasa

06.23  |Onkonpodunb ans xeHwuH: POA; CA-15.3; CA-125; Geta-XI'Y obui.; SCC

75.12 AnpeHoreHuTanbHbIi cHapoM (aeneums u aynnukauns CYP21A2, konsepeus CYP21A2, -113bp, 12G, P30L, 8bp,
F306+T, 172N, 1236N, M239K, P453S, Q318X, R356W, V237E, V281L) (15)

75.05 |HecuHapomanbHas HelpoceHcopHas TyroyxocTb (GJB2: 35delG, 235 delC,167 delT) (3)

71.03 CeeprtbiBaHue kposw (cuctema remoctasa) (F II, F V, F VII, FXII, FXIII, FGB beta, GP1BA (2), ITGA2, ITGB3 (GPlIla),
MTHFR, MTR, MTRR, PAI-I (SERPINE1), SELPLG, JAK2) (16)

71.10  |Koarynaumonnbii daktop XII (F Xl c.-4 C>T)

71.13 | TpomboumTapHbii raukonpotenH 1B (GP1BA c.-5 T>C)

71.22  |P-cenektuH nurang ravkonpotenHa (SELPLG Met62lle G>A)

7216 O6meH BelLecTs, koppekuus Beca (PPARG2, ADRB2(2), ADRB3, FABP2) (+pekomeHaaLmn No NUTaHWIO U 3aHATUAM
cnopTom) (5)

76.07 |CnopTuBHas reHeTuka (AHanu3 npeapacnonoXeHHOCTM K 3aHATUAM COPTOM)

80.09  [3akntoueHre No reHeT4eCKoMy McCnegoBaHuto (Mo OAHOMY NMPOGUNID).

80.06 |3akntoueHue No reHeTUYECKOMY UCCneaoBaHuio (no 2-4 npodunsm).

80.07  [3akntoueHune no reHeT4ecKkoMy uccnegoBaHuto (no 5-10 npocunsm).

80.08 |3akntoueHue no reHeTnyeckomy uccnegosanuio (no 11 u 6onee npodunsm).

138 l'eHbl Mef / ErmB, obycnaenumatoLme pesucTeHTHOCTb K Makponugam y Streptococcus spp. (45151 BbISIBIIEHHbIX

B030yauTEnen)
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'eHbl VanA / VanB, obycrnasnusaroLyme pesncTEHTHOCTb K IMMUKONENTAaM (BaHKOMULMHY U TENKOMMAHUHY) Y

139 Enterococcus faecalis / faecium (ans BbissBNeHHbIX BO30yauTenei)
140 'eHbl MecA / ErmB, o6ycnaenumBatoLme pe3ucTeHTHOCTb K BeTa-nakTaMHbIM aHTUOMOTIKAM (OKCaLMMNHY,
uedbanocnopuHam |, Il v 1l nokonenni) n makponuaam y Staphylococcus aureus (ans BbISIBNEHHbIX BO3OyauTenen)
'eHbl VIM, NDM, OXA-48, KPC, obycnaenusaroLime pe3ncTeHTHOCTb K kapbaneHemam, NpupogHbIM 1
141 MOMyCUHTETUYECKUM NeHUumnnMHam, uedanocnopuHam I, 11, 11l v IV nokonenuin y Enterobacteriaceae (Klebsiella spp.,
Salmonella spp., Shigella spp., Yersinia spp., Escherichia spp., E.coli., Proteus spp., Serratia spp., Enterobacter spp.,
Citrobacter spp.) n Pseudomonas aeruginosa (ans BbisiBNeHHbIX BO3byautenen).
eHbl CTX-M, obycnaBnuBatoLLme pe3uCTEHTHOCTb K NeHNLMnnHam, LedanocnopuHam |, 11 u Il nokoneHuit y
143 Enterobacteriaceae (Klebsiella spp., Salmonella spp., Shigella spp., Yersinia spp., Escherichia spp., E.coli., Proteus
spp., Serratia spp., Enterobacter spp., Citrobacter spp.) n Pseudomonas aeruginosa (ans BbisiBNeHHbIX Bo30yanuTenen)
AHASPOBbI SHTEPOCKPWUH (15): Bacteroides caccae, Bacteroides eggerthii, stercoris, uniformis, Bacteroides fragilis
128  [group (vulgatus, thetaiotaomicron, ovatus, fragilis), Parabacteroides distasonis, Parabacteroides merdae,
Peptostreptococcus anaerobius, Prevotella intermedia, Prevotella spp. (bivia, disiens, melaninogenicus)
AHASPOGBbI NEJIEBUCKPUH (11): Atopobium vaginae; Gardnerella vaginalis; Mobiluncus curtisii; Prevotela (P.bivia /
129 P.disiens / P.melaninogenicus); Bacteroides (B. fragilis / B.vulgatus / B.ovatus / B.thetaiotaomicron);
Peptostreptococcus anaerobius
AHASPOBbLI OPOCKPWH (14) : Bacteroides (B.fragilis / B.vulgatus / B.thetaiotaomicron / B.ovatus); Prevotela (P.bivia /
130 P.disiens / P.melaninogenicus; P.intermedia); Porphyromonas (P.endodontalis; P.gingivalis); Fusobacterium nucleatum;
Aggregatibacter actinomycetemcomitans; Tannerella forsythia; Peptostreptococcus anaerobius
MapopoHTonatoreHHble Baktepun (7) : Porphyromonas (P.endodontalis; P.gingivalis); Aggregatibacter
123 . . : . . . ,
actinomycetemcomitans; Tannerella forsythia; Treponema denticola, Prevotella intermedia; Fusobacterium nucleatum
86.01 [TecT Ha OTLOBCTBO/MATEPUHCTBO, 16 MapkepoB (AyaT - 2 y4acTHUKa: oTeL+pebeHoK nnn maTb+pebeHok)
86.02 |TecT Ha oTUOBCTBO/MATEPUHCTBO, 20 MAPKEPOB (QyaT - 2 y4acTHUKa;: oTel+pebeHok unu MaTb+pebeHok)
86.03  [TecT Ha OTLOBCTBO/MATEPUHCTBO, 24 Mapkepa (4yaT - 2 y4acTHUKa: oTel+pebeHoK unu MaTb+pebeHok)
86.04 |TecT Ha OTLOBCTBO/MATEPUHCTBO, 16 MapKEPOB (TPKO - 3 y4acCTHUKA: OTeL++MaTb+pebeHoK)
86.05 [TecT Ha oTLOBCTBO/MATEPUHCTBO, 20 MapKepoB (TPKO - 3 y4acTHUKa: oTel++maTb+pebeHokK)
86.06 |TecT Ha OTLOBCTBO/MATEPUHCTBO, 24 Mapkepa (TpKO - 3 y4acTHUKa: oTel++maTb+pebeHoK)
86.07 [MonHo-/nony-cMbnMHroBbIi TECT (YCTAHOBNEHUE POACTBA MEXAY POLHBIMIU/CBOAHBIMM BpaTbsmu/cecTpamu), 20
' MapKepoB (ayaT - 2 y4acTHWKa)
86.08 [MonHo-/nony-cMbnMHroBbIi TECT (YCTAHOBNEHUE POACTBA MEXAY POLHBIMIU/CBOAHBIMM BpaTbsmu/cecTpamu), 24
' Mapkepa (QyaT - 2 y4acTHUKa)
86.09 BnnsHeveBbIf TeCT (ycTaHOBMNEHME BNN3HELbI SBASIOTCS OOHOSALOBLIMM UK PA3HOSIALOBLIMK), 16 MapkepoB (ayaT -
' 2 y4acTHMKa)
86.10 BnnsHeweBbIi TeCT (ycTaHOBMNEHME BNM3HELbI SBASIOTCS OSHOSALOBLIMM UK Pa3HOSALO0BLIMKM), 20 MapkepoB (ayaT -
' 2 y4acTHMKa)
86.11 BnnsHeweBbIit TECT (ycTaHOBNEHWE BNM3HELbI ABNSKOTCS OAHOANLOBLIMY MW Pa3HOANLOBLIMK), 24 Mapkepa (ayaT -2

yyacTHuKa)

18



ABYHKYNSIPHbINA TECT (YCTAHOBNEHME POACTBA MEXAY Aaaen/TeTen n npegnonaraembiM NAEMSHHUKOM/NAEMSIHHULEN),

86.12
20 MapKepoB (ByaT - 2 y4YacTHWKa)
86.13 ABYHKYNSIPHbINA TECT (YCTAHOBNEHME POACTBA MEXAY Aaaen/TeTeNn n npegnonaraembiM NAEMSHHUKOM/NAEMSIHHULER),
' 24 mapkepa (QyaT - 2 y4acTHuKa)
86.14 babyLuka/genyLuka - BHyK/BHYYKa (YCTaHOBMEHME POACTBa Mexay 6abyLikoi/aeayLuKkoi n npegnonaraembiv
' BHYKOM/BHYUKOIA), 20 MapKepoB (QyaT - 2 y4acTHMKa)
86.15 babyLuka/genyLuka - BHyK/BHYYKa (YCTaHOBMEHME POACTBa Mexay 6abyLikoit/aeayLuKkoi n npegnonaraembiv
' BHYKOM/BHYUKOI), 24 mapkepa (gyaT - 2 y4acTHuMKa)
86.16  |JononHuTenbHbI y4acTHUK uccnenosaHus, 16 Mapkepos
86.17  |[ononHuTenbHbIN y4acTHUK uccnegosaHus, 20 Mapkepos
86.18 |dononHuTenbHbIM yYacTHUK UCCnenoBaHus, 24 mapkepa
87 01 TectupoBaHue Y-XpoOMOCOMbI (YCTaHOBMEHWE POACTBA MO OLHON OTLOBCKOM NWUHUK: fefyLuka, poaHble GpaTbs
' AEQYLKM - 0Tel, poaHble BpaTbs 0TUa - CbiH, CbIHOBbS GpaTbeB 0TLA)
87 02 TectupoBaHme X-XxpoOMOCOMbI (NO3BOMNSET UCKMIOYNTL POACTBO MW NPU HE UCKIOYEHNM POACTBA pacumTaTb
' BEPOSITHOCTb W MHAEKC POACTBA)
87.03  [AHanu3 mutoxoHapuansHoi IHK (no3sonsieT onpeaenuts cTeneHb POACTBA MO OAHON MATEPUHCKON NMHIN)
TectupoBaHue Y-XpoOMOCOMbI (OnpeaeneHune rannorpynnbl y MyX4uHbl - TPUHAANEXHOCTb K STHUYECKO rpynne, koraa
87.04 [ B kakom reorpacpuyeckom MecTe 3Ta rpynna BO3HUKNA, PacnpoCTPaHEHHOCTb AAHHOO rannoTuna B pasHbix
pervoHax)
80.01  |no ogHomy npodunito
80.02 |no 2-4 npodpunsm
80.03  |no 5-10 npodpunsam
80.04 |no 11 v 6onee npodunsam
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